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Earning Results
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1) ETCAZEE = SH0 =4 sl R X|HeH O|f= iE A
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o= 187.1 169.0 745.1 10.7%
=Rt 104.5 85.2 404.0 22.6%
OiEE0| 82.6 83.8 341.2 -1.4%
T2t 49.0 51.6 209.4 -5.1%
AR 22.8 25.1 104.3 -9.1%
Fole] 10.8 7.0 27.5 53.7%
2ol 55.8% 50.4% 54.2% 5.4%p
HEH[E 26.2% 30.6% 28.1% -4.4%p
R&DHI= 12.2% 14.9% 14.0% -2.7%p
gglo/eE 5.8% 4.1% 3.7% 1.6%p




Earning Results
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DA-4701

Project Name

DA-4701: YIO|ME HEeIxt 84| (EGFR) PROTAC, 312

Indication

Oncology (Lung cancer and NSCLC)

Target/Modalit
y/MoA

= Epidermal growth factor receptor (EGFR)
= Target protein degradation (TPD)

= Ubiquitin-proteasome system (UPS)

= Allosteric Inhibitor warhead

Competitors

= CFT8919 (C4 therapeutics, Betta pharmaceuticals); EGFR
PROTAC (Ph 1)

= BDTX1535 (Black Diamond Therapeutics); EGFR TKI (Ph1/2)

- C797S Ho| 2tx} CHa

Project Value
Proposition

= 3AM|CH EGFR AM3l{X| 2k=(Osimertinib S)0i| 23t 22 LM 22
» EGFR<| Allosteric siteE EXsl= inhibitorE POl ligandZ
283104, EGFR wt CiH| mutantOf| Cigt &2 Metid HE &

BEHTHEZS(TPD) 7|8 S St *2 Wd 22 8l Xz Sthst

- EEchE Baixiel MoiHE B X235t (Dual Mode)
- SISl F|LIHIE fRISto] QLT ST} AR ofR|
- E3 20|l A9} ZE1510] EGFR S4

- EfT2]A (QAIHE]L) CHE| Tj5 S 5 Liob HA

§* 4

—~

th

:

2

ATP binding site
Allosteric binding site
E3 ligase
2

T790M ,
C797X — p —
L858R
Ub
Ub Kinase activity
~ (ub inhibition
'g \69\
Proteosomal Oncogenic signaling

degradation
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DA-4531

Project Name

DA-4531: PARP7 XsliN|, 212

Tumor cell intrinsic effect

Indication

Cancer

Target/Modality/
MoA

* Target: PARP7

» PARP7: 2M|Z MZ0]| 2olst= TA, HIYMZE 3|0|st= Wojat &

= Modality: small molecule

= MoA: 2MIZE 4 AH| U HTH QUEHE M=o oot &Y
HAHLS KX

. » - o
o a .
(?ry n DNA trapping
PARP?7 inhibitor Cancer cell
M Autonomous Effect

Competitors

» Direct competitors: RBN-2397 (Phase 1b/2, Global, Nerviano
Medical Sciences SR), BY-101921 (Phase 1, China, Chengdu
Baiyu), QLS1103 (Phase 1, China, Qilu Pharm.), JAB-26766
(Phase 1/2a, China, Jacobio)

' C_©
B )
- " RIG-1 . O
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CCLS5, CXCL10, ... ) &
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e ° Immune cell - @‘\/
° 5 recruitment ® © .,i(,_/:ijv
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Project Value
Proposition

= Dual mechanism Oncology target
- StM|ZZ2| DNA &4 531 x|, ZIF QI ghet 2 (Onco-target)
- QHIE M= MEZ FY O|MEHE(TME) 2|5, HIMES| & 34

p V‘\‘_: b }
| @9
L] % o .

Activation of
Immune Response

PARP7 inhibitor induces tumor intrinsic
effects that synergize with its ability to

activate the Type | IFN response,
leading to tumor regressions
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DA-3501, ATS1002 (ADC O|=¢&H))

. M= 212t #I%Het (Antibody: CLDN18.2 / Payload: MMAE)
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01. AFEH aF

AR E | 1Q25 yiepLs 3Q25 4Q25 2025 | Q2 -
ETC 117.3 129.0 145.3 136.5 528.1 144.0
sfiel 40.9 38.8 40.7 47.3 167.7 337
DH 0.5 1.0 0.5 1.1 3.2 1.8
7|E} 10.3 8.6 1.7 15.5 46.1 7.5
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02. ETC F2HIE &

[£9) : Aloig]

=5 M=% 1Q24 yiepis 3Q25 4Q25 2025 1Q26
HO|QofE JZEZH 32.9 32.9 36.0 29.7 1315 31.9
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U, A IS S o o R R B R . S . e
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Qu= 6.3 7.2 7.0 6.9 27.3 ° 6.4
Cotales JIAE] 5.2 5.2 5.4 4.6 20.4 4.9
==3a|o} ; 4.7 6.3 7.1 5.3 23.4 5.3
EfLQI 3.1 3.8 3.4 37 14.0 : 37
o[ | 3.0 3.3 3.1 3.0 12.4 : 1.3
ZalHiA ' 1.5 17 17 1.6 6.5 : 1.6
STV AUV RUUTUUN SUURUR T S O s R e
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03. dliLAg F2HIS tiE

[EHe] - Alojel]

MAA
=5 H=4 1Q25 2Q25 3Q25 4Q25 2025 1Q26
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== : :
QHH| 1.9 1.4 17 3.2 8.2 2.3
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O|B A} 4.0 5.0 5.0 3.7 17.6 2.5
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JZEZT 1.0 1.0 0.7 1.2 3.9 0.9
HE=E 0.5 0.6 0.5 0 1.7 0.5
R :'EMIEI ........................... 131510 ................. 05 ................. 43 ................. 04
SZSH| H2|X|= 1.2 0.1 0.2 1.0 2.4 0.5

wola=ME 1.0 07 0.2 1.1 3.0 : 0.8







